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This Raw Listing contains the General 
Information Section and up to the first 5 pages. 



SEQUENCE LISTING 



CD 



General Information: 



{i) APPLICANT: JOHNSON, EUGENE M 

MILBRANDT, JEFFREY D 
KOTZBAUER, PAUL T 
LAMPE, PATRICIA A 
KLEIN, ROBERT 
DESAUVAGE, FRED 

(ii) TITLE OF INVENTION: PERSEPHIN AND RELATED GROWTH FACTOR 

(iii) NUMBER OF SEQUENCES: 239 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: HOWELL & HAFERKAMP, L.C. 

(B) STREET: 773 3 FORSYTH BOULEVARD, SUITE 1400 

(C) CITY: ST. LOUIS 

(D) STATE: MO 

(E) COUNTRY: USA 

(F) ZIP: 63105 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/220,617 

(B) FILING DATE: 

(C) CLASSIFICATION: 4 35 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US/08/931,858 

(B) FILING DATE: 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: HOLLAND, DONALD R. 

(B) REGISTRATION NUMBER: 35,197 

(C) REFERENCE /DOCKET NUMBER: 6029-1486 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 314-727-5188 

(B) TELEFAX: 314-727-6092 




RAW SEQUENCE LISTING DATE: 02/04/1999 

PATENT APPLICATION US/09/220,617 TIME: 12:31:38 



INPUT SET: S30481.raw 



INFORMATION FOR SEQ ID NO:l: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 102 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 



Ala Arg Leu Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu val Arg 

15 10 15 

Val Ser Glu Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe 
20 25 30 



Arg Tyr Cys Ala Gly Ala Cys Glu Ala Ala Ala Arg Val Tyr Asp Leu 
35 40 45 

Gly Leu Arg Arg Leu Arg Gin Arg Arg Arg Leu Arg Arg Glu Arg Val 
50 55 60 

Arg Ala Gin Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser 
65 70 75 80 

Phe Leu Asp Ala His Ser Arg Tyr His Thr Val His Glu Leu Ser Ala 
85 90 95 

Arg Glu Cys Ala Cys Val 
100 

INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
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RAW SEQUENCE LISTING DATE: 02/04/1999 

PATENT APPLICATION US/09/220,617 TIME: 12:31:38 

INPUT SET: S30481.raw 
Pro Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg Val Ser 
1 5 10 15 

Glu Leu Gly Leu Gly Tyr Thr Ser Asp Glu Thr Val Leu Phe Arg Tyr 
20 25 30 

Cys Ala Gly Ala Cys Glu Ala Ala lie Arg He Tyr Asp Leu Gly Leu 
35 40 45 

Arg Arg Leu Arg Gin Arg Arg Arg Val Arg Arg Glu Arg Ala Arg Ala 
50 55 60 

His Pro Cys Cys Arg Pro Thr Ala Tyr Glu Asp Glu Val Ser Phe Leu 
65 70 75 80 

Asp Val His Ser Arg Tyr His Thr Leu Gin Glu Leu Ser Ala Arg Glu 
85 90 95 

Cys Ala Cys Val 
100 

(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modified- site 

(B) LOCATION: 6 

(D) OTHER INFORMATION: /note= "ANY AMINO ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

Ser Gly Ala Arg Pro Xaa Gly Leu Arg Glu Leu Glu Val Ser Val Ser 
15 10 15 



(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 
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RAW SEQUENCE LISTING DATE: 02/04/1999 

PATENT APPLICATION US/09/220,617 ■ TIME: 12:31:38 

INPUT SET: S30481.raw 



(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note= "ANY AMINO ACID" 

(ix) FEATURE: 

(A) NAME /KEY : Modif ied-site 

(B) LOCATION: 6 

(D) OTHER INFORMATION: /note= "SERINE OR CYSTEINE" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:4: 

Xaa Cys Ala Gly Ala Xaa Glu Ala Ala Val 
15 10 

(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /note= "ANY AMINO ACID" 

(ix) FEATURE: 

(A) NAME/KEY: Modified- site 

(B) LOCATION: 2 

(D) OTHER INFORMATION: /note= "ANY AMINO ACID" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 17 

(D) OTHER INFORMATION: /note= "GLUTAMINE OR GLUTAMIC ACID" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Xaa Xaa Val Glu Ala Lys Pro Cys Cys Gly Pro Thr Ala Tyr Glu Asp 
15 10 15 

Xaa val Ser Phe Leu Ser Val 
20 
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RAW SEQUENCE LISTING DATE: 02/04/1999 

PATENT APPLICATION US/09/220,617 TIME: 12:31:39 

INPUT SET: S30481.raw 

(2) INFORMATION FOR SEQ ID NO : 6 : 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Tyr His Thr Leu Gin Glu Leu Ser Ala Arg 
15 10 

(2) INFORMATION FOR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 197 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Met Gin Arg Trp Lys Ala Ala Ala Leu Ala Ser Val Leu Cys Ser Ser 
15 10 15 

Val Leu Ser lie Trp Met Cys Arg Glu Gly Leu Leu Leu Ser His Arg 

20 25 30 

Leu Gly Pro Ala Leu Val Pro Leu His Arg Leu Pro Arg Thr Leu Asp 
35 40 45 

Ala Arg lie Ala Arg Leu Ala Gin Tyr Arg Ala Leu Leu Gin Gly Ala 
50 55 60 

Pro Asp Ala Met Glu Leu Arg Glu Leu Thr Pro Trp Ala Gly Arg Pro 
65 70 75 80 

Pro Gly Pro Arg Arg Arg Ala Gly Pro Arg Arg Arg Arg Ala Arg Ala 
85 90 95 

Arg Leu Gly Ala Arg Pro Cys Gly Leu Arg Glu Leu Glu Val Arg Val 

100 105 110 

Ser Glu Leu Gly Leu Gly Tyr Ala Ser Asp Glu Thr Val Leu Phe Arg 



SEQUENCE VERIFICATION REPORT DATE: 02/04/1999 

PATENT APPLICATION US/09/220,617 TIME: 12:31:39 

INPUT SET: S30481.raw 



Error Original Text 

Wrong Classification (C) CLASSIFICATION :435 



